2545 |GUGCARAA G UGGAGGCA| 3984 TGCCTCCA GGCTAGCTACRACGA TTTTGCAC | 5270
2551 |AAGUGGAG G CAUUUUUC| 3985 GAAAAATG GGCTAGCTACAACGA CTCCACTT | 5271
2553 |GUGGAGGC A UUUUUCAU| 3986 ATGAARAAA GGCTAGCTACAACGA GCCTCCAC | 5272
2560 |CAUUUUUC A UAAUAGAA| 3987 TTCTATTA GGCTAGCTACAACGA GAAAAATG | bZ273
2563 |UUUUCAUA A UAGAAGGU| 3988 ACCTTCTA GGCTAGCTACAACGA TATGAARA | 5274
2570 |AAUAGAAG G UGCCCAGG| 39895 CCTGGGCA GGCTAGCTACAACGA CTTCTATT | 5275
2572 |UAGAAGGU G CCCAGGAA| 3990 TTCCTGGG GGCTAGCTACAACGA ACCTTCTA | 5276
2584 |[AGGAAAAG A CGAACUUG| 39851 CAAGTTCG GGCTAGCTACAACGA CTTTTCCT | 5277
2588 |AAAGACGA A CUUGGAAA| 39892 TTTCCAAG GGCTAGCTACAACGA TCGTCTTT | 5278
25596 {ACUUGGAA A UCAUUAUU| 39853 AATAATGA GGCTAGCTACAACGA TTCCAAGT | 5279
2599 |UGGAARAUC A UUAUUCUA| 35954 TAGAATAA GGCTAGCTACAACGA GATTTCCA | 5280
2602 |AAAUCAUU A UUCUAGUA| 3955 TACTAGAA GGCTAGCTACAACGA AATGATTT | 5281
2608 |UUAUUCUA G UAGGCACG| 392396 CGTGCCTA GGCTAGCTACAACGA TAGAATAA | 5282
2612 |UCUAGUAG G CACGGCGG| 3997 CCGCCGTG GGCTAGCTACAACGA CTACTAGA | 5283
2614 |UAGUAGGC A CGGCCGUG| 3998 CACCGCCG GGCTAGCTACAACGA GCCTACTA | 5284
2617 |UAGGCACG G CGGUGAUUYl 3929 AATCACCG GGCTAGCTACAACGA CGTGCCTA | 5285
2620 |GCACGGCGE G UGAUUGCC) 4000 GGCAATCA GGCTAGCTACAACGA CGCCGTGC | 5286
2623 |CGGCGGUG A UUGCCAUG| 4001 CATGGCAA GGCTAGCTACAACGA CACCGCCG | 5287
2626 |CGGUGAUU G CCAUGUUC| 4002 GAACATGG GGCTAGCTACAACGA AATCACCG | 5288
2629 |UGAUUGCC A UGUUCUUC| 4003 GAAGAACA GGCTAGCTACAACGA GGCAATCA | 5289
2631 |AUUGCCAU G UUCUUCUG| 4004 CAGAAGAA GGCTAGCTACAACGA ATGGCAAT | 5290
2640 |UUCUUCUG G CUACUUCUY) 4005 AGAAGTAG GGCTAGCTACAACGA CAGAAGAA | 52491
2643 |0U0CUGGCU A CUUCUUGU| 4006 ACAAGAAG GGCTAGCTACAACGA AGCCAGAA | 5282
2650 |UACUUCUU G UCAUCAUC| 4007 GATGATGA GGCTAGCTACAACGA AAGAAGTA | 5283
2653 |UUCUUGUC A UCAUCCUA| 4008 TAGGATGA GGCTAGCTACAACGA GACAAGAA | 5254
2656 |UUGUCAUC A UCCUACGG| 4009 CCGTAGGA GGCTAGCTACAACGA GATGACAA | 5295
2661 |AUCAUCCU A CGGACCGU| 4010 ACGGTCCG GGCTAGCTACAACGA AGGATGAT | 5296
2665 |UCCUACGG A CCGUUAAG| 4011 CTTAACGG GGCTAGCTACAACGA CCGTAGGA | 5297
266 B |URCGGACC G UUARAGCGG] 4012 CCGCTTAR GGCTAGCTACAACGA GGTCCGTA | 5298
2673 |ACCGUUAA G CGGGCCAA| 4013 TTGGCCCG GGCTAGCTACAACGA TTAACGGT | 5289
2677 |UUAAGCGG G CCAAUGGA| 4014 TCCATTGG GGCTAGCTACAACGA CCGCTTAA | 5300
2681 |GCGGGCCA A UGGAGGGG| 4015 CCCCTCCA GGCTAGCTACAACGA TGGCCCGC | 5301
2691 |GCGAGGGGA A CUGAAGAC| 4016 GTCTTCAG GGCTAGCTACAACGA TCCCCTCC | 5302
2698 |AACUGAAG A CAGGCUAC| 4017 GTAGCCTG GGCTAGCTACAACGA CTTCAGTT | 5303
2702 |GAAGACAG G CUACUUGU| 4018 ACAAGTAG GGCTAGCTACAACGA CTGTCTITC | 5304
2705 |GACAGGCU A CUUGUCCA| 4019 TGGACAAG GGCTAGCTACAACGA AGCCTGTC | 5305
2709 |GGCUACUU G UCCAUCGU] 4020 ACGATGGA GGCTAGCTACAACGA AAGTAGCC | 5306
2713 |ACUUGUCC A UCGUCAUG| 4021 CATGACGA GGCTAGCTACAACGA GGACAAGT | 5307
2716 |UGUCCAUC G UCAUGGAU| 4022 ATCCATGA GGCTAGCTACAACGA GATGGACA | 5308
2719 |CCAUCGUC A UGGAUCCA| 4023 TGGATCCA GGCTAGCTACAACGA GACGATGG | 5309
2723 1CGUCAUGG A UCCAGAUG| 4024 CATCTGGA GGCTAGCTACAACGA CCATGACG | 5310
2729 |GGAUCCAG A UGAACUCC) 4025 GGAGTTCA GGCTAGCTACAACGA CTGGATCC | 5311
2733 |CCAGAUGA A CUCCCAUU| 4026 AATGGGAG GGCTAGCTACAACGA TCATCTGG | 5312
2739 |GAACUCCC A UUGGAUGA| 4027 TCATCCAA GGCTAGCTACAACGA GGGAGTTC | 5313
2744 |CCCAUUGG A UGAACAUU| 4028 AATGTTCA GGCTAGCTACAACGA CCAATGGG | 5314
2748 |UUGGAUGA A CAUUGUGA| 4029 TCACAATG GGCTAGCTACAACGA TCATCCAA | 5315
2750 |GGAUGAAC A UUGUGAAC| 4030 GTTCACAA GGCTAGCTACAACGA GTTCATCC | 5316
2753 |UGAACAUU G UGAACGAC| 4031 GTCGTTCA GGCTAGCTACAACGA AATGTTCA | 5317
2757 |CAUUGUGA A CGACUGCC] 4032 GGCAGTCG GGCTAGCTACAACGA TCACAATG | 5318
2760 |UGUGAACG A CUGCCUUA| 4033 TAAGGCAG GGCTAGCTACAACGA CGTTCACA | 5319
2763 |GAACGACU G CCUUAUGA| 4034 TCATAAGG GGCTAGCTACAACGA AGTCGTTC | 5320
2768 |ACUGCCUU A UGAUGCCA| 4035 TGGCATCA GGCTAGCTACAACGA AAGGCAGT | 5321
2771 |GCCUUAUG A UGCCAGCA| 4036 TGCTGGCA GGCTAGCTACAACGA CATAAGGC | 5322




