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Recent reports have produced comprehensive maps of lincANAs in vertebrates, including
human tissues, mouse primary cells (Hubertus et al. 2011) and zebrafish development (Guo et
al. 2014; Dey et al. 2014). More recent reports have established that lincRNAs are an intrinsic
part of the cellular network, serving as scaffolds of protein-RNA complexes that are highly cell
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